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Pi ^reddv^ ^T*™* ™ Hel ^ *' Folkerts 0, Hopkins N, Menke ma,- 
Pi Pdreddy D r Potonno JF, Smith K, woosley A; 

DR WPI; 1999-080904/07. 
XX 

11 Tellttl^lT f* guliitory sequence transgenic plants - which are 

?t (per5) gen^ 1113126 rCOt preferencial "tionic peroxidase protein 
xx 

example 12; P* ge 113-117; I50pp; English. 
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cc 



rr kh 1 ^ 1 ^! 11 *.^ 160 ^^ se * uence of PER GUSPER3 r a plasmid containing 4,2 
cc kb of the maize root preferential cationic peroxidase per5 gene 
CC comprising the per5 promoter, untranslated leader, and the first 5 codons 
?L«!iS^ 1Bg r6 ?f° n ,i,S - nucleot ^ GS l-«00 of the sequence given in 
t^p 1 1)1 aS we ^ a * the GUS V*™' * nd the per* 3' untranslated region 
(3 UTR, i.e. nucleotides 6069-6439 of the sequence cjiven in AAV63717) . I- 
does not include an intron in the untranslated region. Experiments 

Cc !!!H^ tfid thS PeX5 *> ramotec ' in absence of an intron, drives 

CC constitutive expression of transgenes in rice. The invention relates to 
CC new isolated regulatory sequences, especially promoter, intron and 3 'UTR 
CC sequences, of the maize P er5 gene. Claimed recombinant gene cassettes 
CC comprising per$ regulatory sequences are used to Control expression of 

^conbinant genes in selected tissue, especially the root, of transformed 
plants, particularly maize 
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Sequence 9408 BP; 2591 a; 213B C; 2178 G; 2500 T; 0 0; 1 Other; 



Query Match 25.4%; Score 20S.2; DB 2; Length 9408; 

Best Local Similarity 90.1%,- Pred. No. 4.9e-5S; 

Matches 236; Conservative 0? Mismatches 23; Indels 3; Gaps 1/ 
Qy 2 TGCAC ^GTACTCCAAGTAtAAGACACAGCTAAAACACAACA7AATG---CAGTGGTCATG 58 

dh i.n« -IJJ^LUIl 11 1,111 M "n |M » r 1 1 j 1 1 1 1 1 1 j 1 1 j 1 1 1 mini fi • 

Db 1406 TGCACAGTACTCCAAGTATAAGACACAACTAAAACACAACATAATAATACAGTGGTTATA 14 67 

Qy 59 tc ™aacatgtgtcttaccatattcattgtatcaatcagaacattcaataaattaaagt lie 

Dh -«„ ILiJIii 111 M Mj l,,,M ! M,,f 1111 NIIIIH I II III I II ill I 

- 468 TCTA ^^TGTGTCTTACCATATTCATTGTACCAATTAGA/,CATTTAATAAATTAAAGT 1527 

Qy 119 GACCAATCAGATAGTCTCCTGTCCCGaATATAGAGCTAAGACACTGTGTCTTCGTCAAGA 17 8 

''ji ,,IIM I" MUM II I I I I I Ml illl III I U III III III llll III 
GACC A AT CAGCT AGC CTC CTGTCTC GA AC ATAG AGCT AAGACAT TGT GTCTTCGTCAAG A 1587 

QY 179 TACATGTCTTGAGATTTTTTACATTCACCCCCCTAGACACACTCTAAGACACAACTTAAG 238 

, E „ i n 1 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 iii i 1 1 f 1 1 1 1 1 r 1 1 m 1 1 1 1 1 1 1 j iii 

1588 TACATGTCTTAAGT'PTTrTTATATTCACTCCCAAAGACACACTCTAAGACACAACGTAAC 1647 

Ql' 2 39 ACACCCATTGTACATGCCCTAA 260 

I I M II I f I I I I I I I I I II | 
Db 164 9 ACACCCATTGTACATGCTCTTA 1669 
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